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3 <110> APPLICANT: Paz Einat, Louis Deiss, and Ruth Maya 
5 <120> TITLE OF INVENTION: ISOCITRATE DEHYDROGENASE AND USES THEREOF 
7 <130> FILE REFERENCE: 67723 -A; 078-'USl 
C— > 9 <140> CURRENT APPLICATION NUMBER: US/10/618 , 143A 
C--> 10 <141> CURRENT PILING DATE: 2003-07-11 

12 <150> PRIOR APPLICATION NUMBER: 60/395364 

13, <151> PRIOR FILING DATE: 2002-07-11 

15 <160> NUMBER OF SEQ ID NOS : 6 

17 <170> SOFTWARE: Patent In version 3.2 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 2301 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Homo sapiens 
25 <220> FEATURE: 

. . 26 <221> NAME/KEY: CDS 

27 <222> LOCATION: (247) (1491) 

29 <400> SEQUENCE: 1 

30 ggcggcgaag cgggggcacg ccctcgcaca cgcagagata aattgtgctc ccatgacctt 60 
32 tatttggaaa gtgcctgcgg gcctaaaatt ggcctttgtc ccaccgagta cactcagcac 120 
34 tgtactttaa accggataaa ctgggctgtc tggcaggcga taaactacat tcagttgagt 180 
36 ctgcaagact gggaggaact ggggtgataa gaaatctatt cactgtcaag gtttattgaa 240 
38 gtcaaa atg tec aaa aaa ate agt ggc ggt tct gtg gta gag atg caa 288 
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133 370 375 380 

135 tta ccc aat gtg caa cgt tct gac tac ttg aat aca ttt gag ttc atg 1440 

136 Leu Pro Asn Val Gin Arg Ser Asp Tyr Leu Asn Thr Phe Glu Phe Met 

137 385 390 395 

139 gat aaa ctt gga gaa aac ttg aag ate aaa eta get cag gcc aaa ctt 1488 

140 Asp Lys Leu Gly Glu Asn Leu Lys lie Lys Leu Ala Gin Ala Lys Leu 

141 400 405 410 

143 taa gttcatacct gagctaagaa ggataattgt cttttggtaa ctaggtctac 1541 

145 aggtttacat ttttctgtgt tacactcaag gataaaggca aaatcaattt tgtaatttgt 1601 

147 ttagaagcca gagtttatct tttctataag tttacagcct ttttcttata tatacagtta 1661 

149 ttgccacctt tgtgaacatg gcaagggact tttttacaat ttttatttta ttttctagta 1721 

151 ccagcctagg aattcggtta gtactcattt gtattcactg tcactttttc tcatgttcta 1781 

153 attataaatg accaaaatca agattgctca aaagggtaaa tgatagccac agtattgctc 1841 

155 cctaaaatat gcataaagta gaaattcact gccttcccct cctgtccatg accttgggca 1901 

157 cagggaagtt ctggtgtcat agatatcccg ttttgtgagg tagagctgtg cattaaactt 1961 

159 gcacatgact ggaacgaagt aggagtgcaa ctcaaatgtg ttgaagatac tgcagtcatt 2 021 

161 tttgtaaaga ccttgctgaa tgtttccaat agactaaata ctgtttaggc cgcaggagag 2 081 

163 tttggaatcc ggaataaata ctacctggag gtttgtcctc tccatttttc tctttctcct 2141 

165 cctggcctgg cctgaatatt atactactct aaatagcata tttcatccaa gtgcaataat -2201 

167 gtaagctgaa tcttttttgg acttctgctg gcctgtttta tttcttttat ataaatgtga 2261 

169 tttctcagaa attgatatta aacactatct tatcttctcc 2301 

172 <210> SEQ ID NO: 2 

173 <211> LENGTH: 414 

174 <212> TYPE: PRT 

175 <213> ORGANISM: Homo sapiens 
177 <400> SEQUENCE: 2 
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280 405 410 

283 <210> SEQ ID NO: 3 

284 <211> LENGTH: 1740 

285 <212> TYPE: DNA 

286 <213> ORGANISM: Homo sapiens 
289 <220> FEATURE: 

2 90 <221> NAME/KEY: CDS 

291 <222> LOCATION: (87).. (1445) 

2 93 <400> SEQUENCE: 3 

2 94 ccagcgttag cccgcggcca ggcagccggg aggagcggcg cgcgctcgga cctctcccgc 60 
2 96 cctgctcgtt cgctctccag cttggg atg gcc ggc tac ctg egg gtc gtg cgc 113 
2 97 Met Ala Gly Tyr Leu Arg Val Val Arg 

298 1 5 

300 teg etc tgc aga gcc tea ggc teg egg ccg gcc tgg geg ecg gcg gcc 161 

301 Ser Leu Cys Arg Ala Ser Gly Ser Arg Pro Ala Trp Ala Pro Ala Ala 

302 10 15 20 25 

304 Ctg aca gee cec ace teg caa gag eag ccg egg cgc cac tat gee gae 209 

305 Leu Thr Ala Pro Thr Ser Gin Glu Gin Pro Arg Arg His Tyr Ala Asp 

306 30 35 40 

308 aaa agg ate aag gtg geg aag cec gtg gtg gag atg gat ggt gat gag 257 

309 Lys Arg He Lys Val Ala Lys Pro Val Val Glu Met Asp Gly Asp Glu 
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